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Normal ponds

AHPNS ponds

Genus OTU
BL2-A6 | CM1-A2 | ST2-A2 | BL1-A6 | BL1-A7 | CM2-A1 | CM3-A2 | CM1-A4 | ST3-A2
Alkanindiges 1 23 56 0 3 1 2 15 4 !
(0.50) (0.70) (0) (0.10) (0.03) (0.09) (0.43) (0.15) (0.25)
ACrOMONas 3 177 64 35 0 0 73 1 2 177¢
(3.86) (0.80) (1.32) (0) (0) (3.34) (0.03) (0.07) (63.45)
Listonella 1 25( 40¢ 124 10z 40 53 20¢ 107 2
(5.46) (5.11) (4.68) (3.47) (1.37) (2.43) (5.88) (3.90) (0.07)
Photobacterium 5 3 0 2 1082 170 157 0 0 0
(0.07) (0) (0.08) (36.48) (5.83) (7.19) (0) (0) (0)
Vibrio 17 4071 733F 247¢ 1772 270k 142¢ 3204 175¢ 47(
(88.87) | (91.89) | (93.46) | (59.74) | (92.73) | (65.38) (91.39) (64.13) | (16.79)
Proteus 5 2 7 0 0 0 0 3 86¢ 4
(0.04) (0.09) (0) (0) (0) (0) (0.09) (31.64) (0.14)
Exiguobacterium| 2 22 91 0 3 0 1 76 2 26
(0.48) (1.14) (0) (0.10) (0) (0.05) (2.17) (0.07) (0.93)
Fusibacter 1 6 3 2 1 1 461 1 0 0
(0.13) (0.04) (0.08) (0.03) (0.03) (21.38) (0.03) (0) (0)
Sporacetigenium| 2 27 18 10 2 0 3 0 1 514
(0.59) (0.23) (0.38) (0.07) (0) (0.14) (0) (0.04) (18.36)




4.

Control ponds

AHPNS ponds

Genus #OTUs
BL2-A6 | CM1-A2 | ST2-A2 | BL1-A6 | BL1-A7 | cM2-A1 | cM3-A2 | cM1-A4 | sT3-A2
oo . 12¢ 46 21 0 0 4% 0 1 117
3.16 | (066 | (088 | (0 0) (2.43 0) (003 | (65.83)
Photobacterium 2 1 0 1 68: 88 83 0 0 0
(0.03) 0) ©004) | (31.36) | (452) | (411) 0) 0) 0)
Vi o 3797 | 6886 | 235¢ | 149¢ | 1857 | 149 300¢ 303¢ 327
95.91) | (98.41) | (98.70) | (68.50) | (95.48) | (74.13) | (98.10) | (81.47) | (17.98)
S . L 0 0 0 0 0 0 68¢ 0
(0.03 0) ©) 0) ) 0) ) (18.47 ©)
Exiguobacterium 1 14 o0 0 2 0 1 5% 1 15
035 | ©71) | © | 009 | (0 0.05) | (1.87) | (0.03) | (0.84)
. 5 3 1 0 0 38¢ 1 0 0
Fusibacter 2 013) | (0.04) | 004 | (0) © | (19.28) | (0.03) 0) 0)
— 16 12 8 1 0 0 0 0 27t
Sporacetigenium 2 040) | (0.17) | (034 | (005 | (0 0) 0) © | (1535




N!4

Normal ponds

AHPNS ponds

Genus OTuU
BL2-A6 | CM1-A2 | ST2-A2 | BL1-A6 | BL1-A7 | CM2-A1 | CM3-A2 | CM1-A4 | ST3-A2
ACTOMONAS 3 17¢E 64 35 0 0 66 1 4 1717
(3.80 (0.81 (1.32 (0) (0) (2.11 (0.03 (0.08 (65.71)
Photobacterium 5 4 0 2 1107 184 16C 0 0 0
(0.09) (0) (0.08) (33.95) (4.88) (5.11) (0) (0) (0)
Vibrio 4 437¢ 7757 260( 214¢ 358¢ 247¢ 3417 407¢ 39¢
(94.94) | (97.79) | (98.15) | (65.90) | (95.12) | (79.10) (97.77) (82.62) | (15.15)
Proteus 5 2 0 0 0 0 0 0 852 0
(0.04) ) ) 0 0 0 0 (17.26) 0
Exiguobacterium| 2 22 90 0 3 0 1 76 1 22
(0.48) (1.13) (0) (0.09) (0) (0.03) (2.17) (0.02) (0.84)
Fusibacter 2 S 3 2 0 0 42¢ 1 0 0
(0.11) (0.04) (0.08) (0) (0) (13.66) (0.03) (0) (0)
Sporacetigenium 4 25 18 10 2 0 0 0 1 A7t
(0.54) (0.23) (0.38) (0.06) (0) (0) (0) (0.02) (18.29)




Normal ponds

AHPNS ponds

Genus OTuU
BL2-A6 | CM1-A2 | ST2-A2 | BL1-A6 | BL1-A7 | CM2-A1 | CM3-A2 | CM1-A4 | ST3-A2
122 49 23 0 0 44 1 1 123
Aeromonas 3 | @381 | (087 | (129 (0) (0) (3.77) | (0.04) | (0.07) | (64.94)
Listonella 9 167 277 96 51 7 14 13¢ 212 3
(521) | (4.85) | (5.16) | (4.00) | (057) | (1.20) | (5.56) | (15.08) | (0.16)
Photobacterium 1 1 0 2 120 91 98 0 0 0
(0.03) (0) 0.11) | (56.47 | (7.45) | (8.39) (0) (0) (0)
Vibrio o3 | 286 517¢ 173C 49¢ 1127 59¢ 225 467 20°
(89.36) | (92.41) | (92.91) | (39.14) | (91.98) | (51.20) | (92.31) | (33.21) | (10.72)
Proteus R 1 0 0 0 0 0 0 725 0
(0.03) 0) 0) 0) 0) 0) 0) (51.56) 0)
Exiguobacterium| 1 20 84 0 3 0 1 50 1 21
(0.62) | (1.50) (0) (0.24) (0) .09 | 04 | 007 | @1y
. 5 3 2 0 0 417 1 0 0
Fusibacter L (016 | (005 | 011) | (0 ©) | (35.36) | (0.04) 0) 0)
— 25 17 9 2 0 0 0 0 437
Sporacetigenium 4| 57gy | (030) | (0.48) | (0.16) (0) (0) (0) (0) (23.07)
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PC2 explains 23.78 %

PC2 explains 20.91 %
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(28020302 + | %(3 &3 3 %&3 %&3 3 03 &3 03 1
g g 4 e g '8 g
99*+P 9=09* | 9=999 | 9=99* | 9=9.1 | 9=931 | 9=930 | 9=999 | 9=99. | 9=999 | 9=9./
99*- 9=993 | 9=999 | 9=99* | 9=999 | 9=999 | 9=93* | 9=999 | 9=9,. | 9=01. 9=919
99,/ 9=09* | 9=999 | 9=99* | 9=9~ | o9=* |9=9/3 =999 |9=9, O | 9=999 |  9=9.
999/ 9=099 | 9=999 | 9=999 | 9=999 | 9=999 | 9=999 | 9=9/0 | 9=+*9 | 9=99. 9=9/-
999- 9=09. | 9=99* | 9=99* | 9=999 | 9=999 | 9=9-. [9=999 | 9=99 2 | 9=9r | 9=91
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2-6 : !

V0011l 31 GCGGAAACGAGTTATCTGAACCTTCGGGGAACGATAGCGTCGAGCGGCGGACGGGTG 90

T VRO LI
V0002 1 GCGGAAACGAGTTAACTGAACCTTCGGGGAACGTTAMIE-CGAGCGGCGGACGGGTG 59

V0011l 91 AGTAATGCCTAGGAAATTGCCCTGATGTGGGGGATAATTGGAAACGATGGCTAATAC 150

T DT T
V0002 60 AGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAATTGGAAACGATGGCTAATAC 119

V0011 151 CGCATGATGCCTACGGGCCAAAGAGGGGGACCTTCGBGIEGCGTCAGGATATGCCT 210

1L (LR I
V0002 120 CGCATAATAGCTTC-GGCCAAAGAGGGGGACCTTCGGRIICGCGTCAGGATATGCCC 178

V0011 211 AGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCAGIAGACGATCCCTAGCTGGTC 270

T T
V0002 179 AGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCAGBEGACGATCCCTAGCTGGTC 238

V0011 271 TGAGAGGATGATCAGCCACACTGGAACTGAGACACEABACTCCTACGGGAGGCAGC 330

T TN
V0002 239 TGAGAGGATGATCAGCCACACTGGAACTGAGACACEBRBACTCCTACGGGAGGCAGC 298

V0011 331 AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATE&TIRGGCCGCGTGTGTGAAGAA 390

T TN
V0002 299 AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATEIHGGCCGCGTGTGTGAAGAA 358

V0011 391 GGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAREGIAGT-GTTAATAGCACTA 449

TR LI |
V0002 359 GGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGARKET-GTAGTTAATAGCTGCA 417

V0011 450 TCATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACGTG 492

TR Il
V0002 418 TTATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACEIG 460



) 8 + 4999, Q%
EC % C 3-9.1/ 226

Query 13 TAACACGATAGCAAG-CGAGCGGAAACGAGTTATCTGBBTTCGGGGAACGATAACGGC 71

T T [T
Shjct 40 TAACAC-AT-GCAAGTCGAGCGGAAACGAGTTATCTGARCTTCGGGGAACGATAACGGC 97

Query 72 GTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATIGISATGTGGGGGATAACCAT 131

T [T
Shijct 98 GTCGAGCGGCGGACGGGTGAGTAATGCCTAGGAAATTRET GATGTGGGGGATAACCAT 157

Query 132 TGGAAACGATGGCTAATACCGCATGATGCCTACGGCGGRARAGGGGGACCTTCGGGCCT 191

TR TG [T
Shjct 158 TGGAAACGATGGCTAATACCGCATGATGCCTACGGG@BEAGGGGGACCTTCGGGCCT 217

Query 192 CTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTGEGGTAAGGGCTCACCAAGG 251

TR [T
Shjct 218 CTCGCGTCAGGATATGCCTAGGTGGGATTAGCTAGTTBEAGGTAAGGGCTCACCAAGG 277

Query 252 CGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCGARGAACTGAGACACGGTCCA 311

TR [T
Shjct 278 CGACGATCCCTAGCTGGTCTGAGAGGATGATCAGCCATSGAACTGAGACACGGTCCA 337

Query 312 GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCAGRAGCGCAAGCCTGATGCAGCC 371

TR [T
Shjct 338 GACTCCTACGGGAGGCAGCAGTGGGGAATATTGCACSSIGCGCAAGCCTGATGCAGCC 397

Query 372 ATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGIOA CAGTCGTGAGGAAGGTG 431

T [T
Shjct 398 ATGCCGCGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGIATCAGTCGTGAGGAAGGTG 457

Query 432 GTAGTGTTAATAGCACTATCATTTGACGTTAGCGACABBAAGCACCGGCTAACTCCGT 491

T [T
Shjct 458 GTAGTGTTAATAGCACTATCATTTGACGTTAGCGACAGMAAGCACCGGCTAACTCCGT 517

Query 492 GCCAGCCAGCCGTCGGTAACTACGTAGG 519

LT THET D
Shjct 518 GCCAGC-AGCCG-CGGTAA-TACGGAGG 542



) 8 + 499** QY%
EC % C Q990,39 226

Query 1 GCGGAAACGAGTTAACTGAACCTTCGGGGAACGTTAARGG-CGAGCGGCGGACGGGTG 59

LT [T
Shjct 39 GCGGAAACGAGTTATCTGAACCTTCGGGGAACGATATGGGTCGAGCGGCGGACGGGTG 98

Query 60 AGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAACTGGAAACGATGGCTAATAC 119

TR [T
Shjct 99 AGTAATGCCTGGGAAATTGCCCTGATGTGGGGGATAAGTTGGAAACGATGGCTAATAC 158

Query 120 CGCATAATAGCTTCGGC-CAAAGAGGGGGACCTTCGGBCTCGCGTCAGGATATGCCC 178

TV TR TN
Shjct 159 CGCATAATAGCTTCGGCTCAAAGAGGGGGACCTTCG@®FCTCGCGTCAGGATATGCCC 218

Query 179 AGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACEBABGACGATCCCTAGCTGGTC 238

TP [T
Shjct 219 AGGTGGGATTAGCTAGTTGGTGAGGTAAGGGCTCACGEBCGACGATCCCTAGCTGGTC 278

Query 239 TGAGAGGATGATCAGCCACACTGGAACTGAGACACENEGACTCCTACGGGAGGCAGC 298

TP [T
Shjct 279 TGAGAGGATGATCAGCCACACTGGAACTGAGACACGERGACTCCTACGGGAGGCAGC 338

Query 299 AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATAUMI GCCGCGTGTGTGAAGAA 358

TR [T
Shjct 339 AGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCABATGCCGCGTGTGTGAAGAA 398

Query 359 GGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAMGIGTAGTTAATAGCTGCAT 418

T [T LI
Shjct 399 GGCCTTCGGGTTGTAAAGCACTTTCAGTCGTGAGGAARGTGTAGTTAATAGATGCAT 458

Query 419 TATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTBIG 460

TR Il
Shjct 459 TATTTGACGTTAGCGACAGAAGAAGCACCGGCTAACTGTG 500
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